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G. Gonzaléz-Rodŕıguez, and A. Nieto-Reyes (Eds.). The Hague: The International Sta-
tistical Institute/International Association for Statistical Computing, pp. 223–231.

24



45. Nguyen, H.D. and McLachlan, G.J. (2014). Asymptotic inference for hidden process
regression models. In Proceedings of the 2014 IEEE Statistical Signal Processing Work-
shop, Gold Coast, Queensland. Piscataway, New Jersey: IEEE Computer Society, pp.
256–259.

44. Lee, S.X. and McLachlan, G.J. (2013). Modelling asset return using multivariate asym-
metric mixture models with applications to estimation of value-at-risk. In Proceedings of
the 20th International Congress on Modelling and Simulation, J. Piantadosi, R.S. Ander-
ssen, and J. Boland (Eds.). Melbourne: Modelling and Simulation Society of Australia
and New Zealand, pp. 1228–1234.

43. McLachlan, G.J. and Leemaqz, S. (2013). On finite mixtures of skew distributions. In
Proceedings of the 28th International Workshop on Statistical Modelling , Vol. 1, V.M.R.
Muggeo, V. Capursi, G. Boscaino, and G. Lovison (Eds.). Amsterdam: Statistical Mod-
elling Society, pp. 33–44.

42. Ng, S.K. and McLachlan, G.J. (2013). Using cluster analysis to improve the selection of
genes in the formation of discriminant rules for the prediction of disease outcomes. In Pro-
ceedings of the 2013 IEEE International Conference on Bioinformatics and Biomedicine
(BIBM 2013), G.-Z. Li, X. Hu , S. Kim, H. Ressom, M. Hughes, B. Liu, G. McLachlan,
M. Liebman, and H. Sun. (Eds.). Piscataway, New Jersey: IEEE Computer Society, pp.
267–272.

41. Nguyen, H.D., Janke, A.L., McLachlan, G.J., Cherbuin, C., Sachdev, P., and Anstey,
K.J. (2013). Spatial false discovery rate control for magnetic resonance imaging studies.
In Proceedings of DICTA 2013 (The International Conference on Digital Image Comput-
ing: Techniques and Applications), P. de Souza, U. Engelke, and A. Rahman (Eds.). Los
Alamitos, California: IEEE eXpress Conference Publishing, pp. 290–297.

40. Sun, M. and McLachlan, G.J. (2013). A common factor-analytic model for classifica-
tion. In Proceedings of the 2013 IEEE International Conference on Bioinformatics and
Biomedicine (BIBM 2013), G.-Z. Li, X. Hu , S. Kim, H. Ressom, M. Hughes, B. Liu, G.
McLachlan, M. Liebman, and H. Sun. (Eds.). Piscataway, New Jersey: IEEE Computer
Society, pp. 19–24.

39. Huang, T.-H., Nikulin, V., and McLachlan, G.J. (2010). On relations between genes
and metagenes obtained via gradient-based matrix factorization. In Proceedings of 2010
IEEE/ICME International Conference on Complex Medical Engineering , Gold Coast,
Y. Li, J. Yang, P. Wen, and J. Wu (Eds.). Los Alamitos, California: IEEE Computer
Society, pp. 17–22.

38. Nikulin, V., Huang, T.-H., and McLachlan, G.J. (2010). A comparative study of two
matrix factorization methods applied to the classification of gene expression rate. In
Proceedings of 2010 IEEE International Conference on Bioinformatics and Biomedicine,
Hong Kong. Los Alamitos, California: IEEE Computer Society, pp. 618–621.

37. Nikulin, V. and McLachlan, G.J. (2010). Penalized principal component analysis of
microarray data. In Lecture Notes in Bioinformatics 6160, F. Masulli, L. Peterson, and
R. Tagliaferri (Eds.). Berlin: Springer, pp. 82–96.

36. Nikulin, V. and McLachlan, G.J. (2010). Identifying fibre bundles with regularized
k-means clustering applied to grid-based data. In Proceedings of the 2010 International

25



Joint Conference on Neural Networks, Barcelona, V. Piuri (Ed.). Los Alamitos, Califor-
nia: IEEE Computer Society, pp 2281–2288.

35. Nikulin, V. and McLachlan, G.J. (2010). A gradient-based algorithm for matrix fac-
torization applied to dimensionality reduction. In Proceedings of BIOSTEC 2010 (the
3rd International Joint Conference on Biomedical Engineering Systems and Technolo-
gies, Valencia, Spain), A. Fred, J. Filipe, and H. Gamboa (Eds.). Portugal: Institute for
Systems and Technologies of Information, Control and Communication, pp. 147–152.

34. Wojnarski, M., Janusz, A., Nyugen, H.S., Bazan, J., Luo, C.J., Chen, Z., Hu, F., Wang,
G., Guan, L., Luo, H., Gao, J., Shen, Y., Nikulin, V., Huang, T.-H., McLachlan, G.J.,
Bosnjak, M., and Gamberger, D. (2010). RSCTC 2010 Discovery Challenge: mining
DNA microarray data for medical diagnosis and treatment. In Lecture Notes in Artificial
Intelligence 6086 (Proceedings of RSCT 2010), M. Szczuka et al. (Eds.). Berlin: Springer,
pp. 4–19.

33. Nikulin, V. and McLachlan, G.J. (2009). Classification of imbalanced marketing data
with balanced random sets. In Journal of Machine Learning Research: Workshop and
Conference Proceedings 7 (Proceedings of KDD-Cup 2009 Competition, Paris), I. Guyon,
V. Lemaire, M. Boulle, G. Dror, and D. Vogel (Eds.). Cambridge, Massachusetts: MIT
Press and Microtome Publishing, pp. 89-100.

32. Nikulin, V. and McLachlan, G.J. (2009). Regularised k-means clustering for dimension
reduction applied to supervised classification. In DMI Proceedings Series 3 (Proceedings
of CIBB 2009, Sixth International Meeting on Computational Intelligence for Bioinfor-
matics and Biostatistics, Genoa, Italy), F. Masulli, L. Peterson, and R. Tagliaferri (Eds.).
Salerno, Italy: DMI (Department of Mathematics and Informatics), University of Salerno,
pp. 1–10.

31. Nikulin, V. and McLachlan, G.J. (2009). On a general method for matrix factorisation
applied to supervised classification. In Proceedings of 2009 IEEE International Confer-
ence on Bioinformatics and Biomedicine Workshops, Washington, D.C., J. Chen et al.
(Eds.). Los Alamitos, California: IEEE, pp. 44–49.

30. Nikulin, V., McLachlan, G.J., and Ng, S.K. (2009). Ensemble approach for the classi-
fication of imbalanced data. In Lecture Notes in Artificial Intelligence 5866 (Proceedings
of AI 2009, 22nd Australasian Joint Conference on Artificial Intelligence, Melbourne),
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